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Professional Summary

Dr. Mohammad A. Alkhamis is an assistant professor at the Department of Epidemiology and Biostatistics,
Faculty of Public Health, Kuwait University. His scientific expertise includes statistical learning, Bayesian
statistics, big data, one health and applications of advanced epidemiological methods in disease surveillance,
control, and prevention. His current research interests include tracing the origins and dispersal of infectious
pathogens using Bayesian phylodynamic methods and applications of machine-learning methods in infectious
disease prediction and mapping. His teaching expertise includes classical statistics and epidemiology, spatial
epidemiology, and evolutionary epidemiology. Dr. Alkhamis is also an adjunct assistant professor at the
University of Minnesota and an associate editor for the journal Frontiers in Veterinary Science (2015-current).
In the past four years, Dr. Alkhamis published more than 20 publication indexed in Pubmed (11 as the
corresponding author) and edited one book. Dr. Alkhamis has collaborated with national and international
organizations (OIE, FAO, USDA, DHS, NPB) on projects related to the applications of advanced surveillance
methods on transboundary infectious diseases.

Education and Training

e P.h.D, Epidemiology, quantitative methods, University California Davis, Health Science Center, 2014
e M.P.V.M, School of Veterinary Medicine, Health Science Center, University California Davis, 2009
e D.V.M, School of Veterinary Medicine and Animal Resources, King Faisal University, 2004

Research Interests and Projects

Dr. Alkhamis current research interests and projects are focused on the areas of evolutionary epidemiology of
infectious diseases, spatial epidemiology and disease mapping, applications of machine learning methods in
surveillance of communicable and non-communicable diseases, one health and big data, and development of
early warning systems for disease surveillance. He is currently working on research activities related to
surveillance of food animal pathogens in the USA and the EU.
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Professional Affiliations

Adjunct Faculty— University of Minnesota, Department of Population Health, School of Veterinary
Medicine (2015-present).

Associate editor in the open access journal Frontiers in Veterinary Sciences, Section Veterinary
Epidemiology and Economics Member (2015-present).



